
ABSTRACT 

Abstract Genetic polymorphisms of the Fc gamma receptors (FcγR) IIa and IIIa have been implicated in 

the rate of HIV-1 disease progression, but results are inconsistent. We aimed to determine the 

association between these polymorphisms and disease progression in a cohort of HIV-1 seroconverters 

from Mombasa, Kenya. Neither FcγRIIa nor FcγRIIIa genotypes were predictive of set point viral load, 

viral load increase, CD4 decline, or HIV-1 disease progression (time to CD4 count <200 cells/mm3, death, 

or treatment initiation). Our results suggest that FcγR polymorphisms might not be an important 

indicator of viral control and disease progression in this population. 


